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GAAATTATTT 
290 

CTGCCTGCCC 
TGAGATGTCA 
340 

GAATTAAGAG 
AAGCTGTTCC 
390 

TATAAATATG 
TATTATCATT 
440 

TAGGAGGGAG 
CCAGAGAGC- 
490 

TGAGACCCAG 
-GAGGCCC-G 
540 

AGTACAGAGA 
TGTAGGCAAG 
590 

TTTTAAGTAA 
T.CACATTTGA 
640 

GCACAATGAA 
GT-CGAAGGG 
690 

AGGACAGCCA 
AAGACAATTA 
740 

ACCACTGACG 
AT-AC — ACT 
790 

TCTGCCAGTT 
TCCACTAGTT 
840 

ATCCATTTAA 
CAATAGTCAG 
890 



50 

TAGGAGCCCG 
TACAGTCATG 
100 

ATTCTTCATA 
GGATTTGGC- 
150 

TTCTATAGGA 
GGTTAAAGAC 
200 

CATGAAGGCT 
ATAAAACATT 
250 

CCAGGGCCAA 
TTAAAGCAAA 
300 

-TGCTCTGAG 
ATATGCAAAA 
350 

GCAGTAGAGA 
TCTTTCCTGC 
400 

AGAACTGGAC 
AATGCTACAT 
450 

A6GCAGAGAG 
AGGTAGAAGA 
500 

TCTAAATAAA 
CCTGCCAGGG 
550 

AAGAATTTGG 
AGAAGTTCAG 
600 

TAAAATCCCT 

GCAG C 

650 

CTTAAGAGAG 
C~AAAGGAG 
700 

CTGCCTGTGA 
TGTCCTTT-- 
750 

ATTACATAGC 
ATGCTACGGA 
800 

CTCTTCCCTT 
TTCTTCTCTT 
850 

AGAGCGGACC 
AAAGCTGTAC 
900 
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TTTGTTCTGA 
TTTGTTACAC 
910 

TAGCCTTCAA 
CCAACAT-GA 
960 

CAGAATCATT 
AAGGACCATT 
1010 
ATTTAGACGT 
AACTAGCTCT 
1060 
ATAATATGGT 
6TATAATTAT 
1110 
AAGACTTTCC 
AAGACTTTTC 
1160 
ACAATGCGTG 
TGGCTGTGTA 
1210 
ACAGGAGATG 
AGAGTAAGTT 
1260 
CCTG-TGTG- 
CTTCCTGTGC 
1310 
GGGAACTCAG 
GGGAACACAG 
1360 

CCTGGTC 

AGCCCTGCGC 



TTAGGGGCAA 
TTAGAAACTT 
920 

AAAGAAAACA 
A6AAAATACA 
970 

TCCATTTTGG 
TTCATTTTAG 
1020 
TCCAACTCTT 
TACTTTTTAT 
1070 
ATCTTTTGGG 
TTACTTCAAG 
1120 
TTGTGCTTTA 
TTATACTTCA 
1170 
GCACCCACGG 
CATTTGACTA 
1220 
ACAGCATTTG 
ACyiGTTTTTG 
1270 
GCGTCTGAGA 
GTTTCTAAAA 
1320 
AACGCCTGAG 
AAAGCCTGAC 
1370 

AG GCT 

ACTCCCTGCT 



TTTTAAGTAC 
CTAAAAGTGC 
930 

GGTTCCCAAA 
GGCTCCCCAA 
9B0 

TGACATTTA- 
TAACGTTTCT 
1030 
TCCCCACTAG 
CTTTAAAAAC 
1080 
CACTGGTATT 
CG-TAGTATA 
1130 
CTAAAAAC-c' 
TAAAATACAT 
1180 
CAGGCATTCT 
TAATAATTTC 
1230 
GCTGGCTGCG 
GCAAACTGCG 
1280 
CT-GTGATGC 
CTTGTGATGC 
1330 
TCAGGCGGCG 
TCAGGCCATG 
1380 
GGGCT-GCCG 
GGGTGAGCAG 



TTAAGAGTTC 
TTAAGATTTC 
940 

CTA 

TGCCCCATTC 
990 

GTGGGAAGAA 
GTTCTATAGA 
1040 

TG G 

TGTTTTTCCA 
1090 
ACAA-CTGTT 
CCAAATTACT 
1140 
CA-GACGGTG 
TATGAAAGTG 
1190 
ATTGTGCATA 
AATGCATATT 
1240 
CTTGCTGAGG 
TTTGATGAGG 
1290 
AAATGCGCCC 
AAACGCTCCC 
1340 
GTGGCTATTA 
GCCGCTATTA 
1390 
CACTGCAAGG 
CACTGTAAAG 



ACACAAAGTC 
ACCTGAAAGT 
950 

-GG(^GGAAA 
TAAGAAGAAA 
1000 
GCTCACAGAC 
CAGTTTGGAT 
1050 
ACCAAGT-AT 
GTGAAGTTAC 
1100 
TTTTAAACAA 
TTAGAAATGC 
1150 
AATCTTGAAT 
AATCTTG— T 
1200 
GTTTTGACTG 
ATTTCTATTG 
1250 
ACCCTCTCCT 
GCTATCTCCT 
1300 
GCCCTTTTCT 
ACCCTTTCCT 
1350 

AAGCG 

AAGCAGCTCC 
1400 

ATG 
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FIGURE Q 

10 20 30 40 50 

TAGGGTTGGAAGCCAGGTCTCCTGAGTATGCGAGAATAAATACAGTCATG 
60 70 80 90 100 

GAAGTGTAAAGAGTCTGCCAACATTTTGAGAATGTGAATAGGATTTGGCT 
110 120 130 140 150 

AAAATTAAGGGGATATACAGAAAAGTCATAGGAAATCAGGTTAAAGACAT 

TCFl PEA3 
160 170 180 190 200 

AAATATGAGmGGCTACAGAGTGTTIIAAGIAAIACAATAAAACATTTA 
GATAl HF 116 

210 220 230 240 250 

GATTTTTGCCCATGTCAGTCAlinSAAmATTTTTAAAGCAAAAAAA 

NF IL6 

260 270 280 290 300 

CCTTTTTAAACAAGAAATCTTATGAGATGTCAATATGCAAAACAAATTAA 

310 320 330 340 350 

AAGGAGGTGGTTTCTCTAACTGAAGCTGTTCCTCTTTCCTGCCTTCAGCC 
TCFl 

360 370 380 390 400 

TCTGAAGAGAAAGTTAGAAAACTATTATCATTAATGCTACATGTTTTGAA 

HF_E1 

410 420 430 440 450 

CAAGCTGATATAG£AAGIQGCCCAGAGAGCAGGTAGAAGAACCAGCGTGG 
bHLH 

460 470 480 490 500 

AGACAGAAAGCAAGAGGCCCGCCTGCCAGGGCTACqiSCAGAAAQAAAGG 

NF IL6 

510 520 530 540 550 

GCAAAGATGCTGTAGGCAAGAGAAGTTCAGGACAGACACTGGCATAGGTC 
TCFl 

560 570 580 590 600 

•MAQATTCA£AIIIQAGCAGCI2TGGAAGATGACAGTACAATTACCAAAA 
TCFl bHLH bHLH 

E2A 

610 S20 630 640 650 

TGTCGAAGGGCAAAGGAGGCAGCTACTGGTTKEGAIGAAAQACAATTATG 
TCFl NF IL6 

660 670 680 690 700 

TCCTTTTAAATGGGTCTTAGACATTTAGACATTTATATACACTATGCTAC 
710 720 730 740 750 

GGACAAAQGAATAGAAAGTAGCACTTTTTTCTCCACTAGTTTTCTTCTCT 
TCFl 

760 770 780 790 800 

TTTTCAAGTAGATGAAGCAAAAGTCAACIGCAATAGTCAGAAAGCTGTAC 

TCFl bHLH 
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FIGURE 9 CONT^F) 



810 820 830 840 850 

mGmCACmGAAACTTCTAAAAGTGCTTAAGATTTCACCEGAAACG 

TCFl bHLH 



8^0 870 880 890 

rGAAGAAAATACAGGCTCCCCAATGCCCCATTCTi 

920 930 940 'gin 

AGGACCATTTTCATTTTAGTAACGTTTCTGTTCTATAGACAGTTTGGATA 

970 980 990 1000 

ACTAGCTCTTACTTTTTATCTTTAAAAACTGTTTTTCCAGTGAAGTTACG 
1010 1020 1030 1040 lOBQ 

TATAATTATTTACTTCAAGCGTAGTATACCAAATTACaXEAGMAICCAA 

in^n NF 116 

lOSO 1070 1080 1090 non 

GACTmCTTATACTTCATAAAATACAa3:AIGAAAGTGAATCTTGTTGGC 

NF IL6 

1120 1130 1140 1150 

TGTGTAOIllGACTATAATAATTTCAATGCATATTATTTCTATTGAGAG 

1170 1180 1190 1200 

TAAGTTACAGTTTTTGGCAAACTGCGTTTGATGAGGGCTATCTCCTCTTC 
1210 1220 1230 1240 125D 

CTGTGCGmCTAAAACTTiaSAIGCAMCGCTCCCACCCmCCT^^ 

AAB5 

1260 1270 1280 1290 i3nn 

ACACAGAAACGQmaCA^SCXiAC^ 

+1 AP 1 bHIH TATA box 

1310 1320 1330: 

CTGCGCACTCCCTGCTGGGTGAGCAGCACTGTAAAGsm 
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FIGURE 
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FIGURE 14 
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FIGURE T> 
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FIGURE 16 
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FIGURE 17 



5'-CCAAGTATAT AATATGGTAT CmTGGGCA CTGGTATTAC AACrGTlTIT -270 
TAAACAAAAGACrrrCCTTG TCCTITACTA AAAACCCAGA CCSGTGAATCr "220 
TGAATACAAT GCGTGGCACC CACGGCAGGC ATTCTATTOT GCATAGTITr 
GACTGACAGGAGATGACAGC ATITGGCTGC GTCCGCTTGC TGAGGACCCT 
^£^S^.?L.^^^,^°__^P^^^^^'^GC^TG^ CCGCCCTTIT -70 

GGTCAGGCTG GGCTGCCGCA CTCCAAGG-3' 
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